ABSTRACT We report here the complete genome sequence of Bacillus velezensis strain CN026, a member of the B. subtilis group, which is known for its many industrial applications. The genome contains 3,995,812 bp and displays six gene clusters potentially involved in strain CN026's activity against Gram-negative foodborne pathogens.
AntiSMASH analyses were performed to identify gene clusters encoding the biosynthetic pathways of known classes of secondary metabolites (19) . Six complete gene cluster sequences were detected: three polyketide synthases for macrolactin, bacillaene, and difficidin, as well as three nonribosomal peptide synthetases for fengycin, bacillibactin, and bacilysin. Overall, strain CN026 represents a good candidate for use in biopreservation.
Accession number(s). The complete genome sequence of strain CN026 was deposited in GenBank under the accession no. CP024897.
